
UniprotKB
ID

Entry
name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

0

P10719 ATPB_RAT Rattus
norvegicus

ATP	synthase
subunit	beta,
mitochondrial

47.743737 S106;T116;S128;S231;S316;S327;S
415;S455;S465;T487

T312;S415;S433;S529 27213235;26446791;38843836;219
33451;24098488;18683930;180478
04;34502162

MLSLVGRVASASASGALRGLNPLAA
LPQAHLLLRTAPAGVHPARDYAAQS
SAAPKAGTATGQIVAVIGAVVDVQFD
EGLPPILNALEVQGRESRLVLEVAQ
HLGESTVRTIAMDGTEGLVRGQKVL
DSGAPIKIPVGPETLGRIMNVIGEPID
ERGPIKTKQFAPIHAEAPEFIEMSVE
QEILVTGIKVVDLLAPYAKGGKIGLFG
GAGVGKTVLIMELINNVAKAHGGYS
VFAGVGERTREGNDLYHEMIESGVI
NLKDATSKVALVYGQMNEPPGARAR
VALTGLTVAEYFRDQEGQDVLLFID
NIFRFTQAGSEVSALLGRIPSAVGYQ
PTLATDMGTMQERITTTKKGSITSVQ
AIYVPADDLTDPAPATTFAHLDATTV
LSRAIAELGIYPAVDPLDSTSRIMDP
NIVGSEHYDVARGVQKILQDYKSLQ
DIIAILGMDELSEEDKLTVSRARKIQ
RFLSQPFQVAEVFTGHMGKLVPLKE
TIKGFQQILAGDYDHLPEQAFYMVG
PIEEAVAKADKLAEEHGS

True False 2.784 1.944 5.0 1.669


