}Jl;l iprotKB Entry name |organism full name oglcnacscore joglcnac sites phosphorylation sites [PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion izggs::fnmlcli
P10809 CH60_HUMAN [Homo 60 kDa heat |29.626286 IT54;S232;T320;T331;S383|S67;S70;T90;S410;S488 [22967762;26853435;34725712;409 [MLRLPTVFRQMRPVSRVLAPHLTRA [True True 5.0 2.594 5.0 2.416 2.
sapiens shock 14422;30397120;37217939;405965 |[YAKDVKFGADARALMLQGVDLLADA
protein, 16;38665916;34019948;40307207;2 VAVTMGPKGRTVIIEQSWGSPKVTK

mitochondrial

2121020;26374642;30444036;3508
3852;33214551;31373491;3624022
3;32119511;35008409

DGVTVAKSIDLKDKYKNIGAKLVQDV
IANNTNEEAGDGTTTATVLARSIAKE
GFEKISKGANPVEIRRGVMLAVDAVI
IAELKKQSKPVTTPEEIAQVATISANG
DKEIGNIISDAMKKVGRKGVITVKDG
KTLNDELEIIEGMKFDRGYISPYFINT
SKGQKCEFQDAYVLLSEKKISSIQSIV
PALEIANAHRKPLVIIAEDVDGEALS
TLVLNRLKVGLQVVAVKAPGFGDNR
KNQLKDMAIATGGAVFGEEGLTLNL
EDVQPHDLGKVGEVIVTKDDAMLLK
GKGDKAQIEKRIQEIIEQLDVTTSEYE
KEKLNERLAKLSDGVAVLKVGGTSD
IVEVNEKKDRVTDALNATRAAVEEGI
[VLGGGCALLRCIPALDSLTPANEDQ
KIGIEIIKRTLKIPAMTIAKNAGVEGS
LIVEKIMQSSSEVGYDAMAGDFVNM
IVEKGIIDPTKVVRTALLDAAGVASLL
TTAEVVVTEIPKEEKDPGMGAMGG
MGGGMGGGMF




