UniprotKB Entry name |organism full oglcnacscore o.glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extl.‘acellular
1D name sites sites reticulum apparatus membrane region
P10826 RARB HUMAN [Homo Retinoic |26.21016 S369 S77 29351928 MTTSGHACPVPAVNGHMTHYPATP |True False 1.924 |5.0 2.097 1.614 0.983 2.029 2.128
sapiens |acid YPLLFPPVIGGLSLPPLHGLHGHPPP
receptor SGCSTPSPATIETQSTSSEELVPSPPS
beta PLPPPRVYKPCFVCQDKSSGYHYGV

SACEGCKGFFRRSIQKNMIYTCHRD
KNCVINKVTRNRCQYCRLQKCFEVG
MSKESVRNDRNKKKKETSKQECTE
SYEMTAELDDLTEKIRKAHQETFPSL
CQLGKYTTNSSADHRVRLDLGLWD
KFSELATKCIIKIVEFAKRLPGFTGLTI
ADQITLLKAACLDILILRICTRYTPEQ
DTMTFSDGLTLNRTQMHNAGFGPL
TDLVFTFANQLLPLEMDDTETGLLS
AICLICGDRQDLEEPTKVDKLQEPLL
EALKIYIRKRRPSKPHMFPKILMKIT
DLRSISAKGAERVITLKMEIPGSMPP
LIQEMLENSEGHEPLTPSSSGNTAE

HSPSISPSSVENSGVSQSPLVQ




