UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular [cytosol nucleus mitochndrion em:!oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
P10833 RRAS_MOUSE [Mus Ras- |21.529085 NaN NaN 37453647;37507081 MSSGAASGTGRGRPRGGGPGPRDP (True False 4.603 [3.169 [1.55 1.584 1.434 3.844 1.885
musculus |related PPGETHKLVVVGGGGVGKSALTIQFI
protein QSYFVSDYDPTIEDSYTKICTVDGIPA
R-Ras

RLDILDTAGQEEFGAMREQYMRAG
NGFLLVFAINDRQSFNEVGKLFTQIL
RVKDRDDFPIVLVGNKADLENQRQV
LRSEASSFSASHHMTYFEASAKLRL
NVDEAFEQLVRAVRKYQEQELPPSP
PSAPRKKDGGCPCVLL




