
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

P10852 4F2_MOUSE Mus
musculus

Amino	acid
transporter
heavy
chain
SLC3A2

31.945095 NaN S2;T5;S58;S300;S302;S420 29187734;33300544;28528544;396
27609

MSQDTEVDMKDVELNELEPEKQPM
NAADGAAAGEKNGLVKIKVAEDETE
AGVKFTGLSKEELLKVAGSPGWVRT
RWALLLLFWLGWLGMLAGAVVIIVR
APRCRELPVQRWWHKGALYRIGDL
QAFVGRDAGGIAGLKSHLEYLSTLKV
KGLVLGPIHKNQKDEINETDLKQINP
TLGSQEDFKDLLQSAKKKSIHIILDLT
PNYQGQNAWFLPAQADIVATKMKE
ALSSWLQDGVDGFQFRDVGKLMNA
PLYLAEWQNITKNLSEDRLLIAGTES
SDLQQIVNILESTSDLLLTSSYLSNST
FTGERTESLVTRFLNATGSQWCSWS
VSQAGLLADFIPDHLLRLYQLLLFTL
PGTPVFSYGDELGLQGALPGQPAKA
PLMPWNESSIFHIPRPVSLNMTVKG
QNEDPGSLLTQFRRLSDLRGKERSL
LHGDFHALSSSPDLFSYIRHWDQNE
RYLVVLNFRDSGRSARLGASNLPAGI
SLPASAKLLLSTDSARQSREEDTSLK
LENLSLNPYEGLLLQFPFVA

False True 2.953 3.727 2.922 2.118 1.465 5.0


