UniprotkB Entry name organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
P10854 H2B1M_MOUSE |Mus Histone [22.380232 NaN S15;S37;T116 37507081 MPEPTKSAPAPKKGSKKAVTKAQKK [True False 1.981 |5.0 1.93 1.643 1.207 1.952 1.831
musculus [H2B DGKKRKRSRKESYSVYVYKVLKQVH
type 1- PDTGISSKAMGIMNSFVNDIFERIAG
M EASRLAHYNKRSTITSREIQTAVRLL
LPGELAKHAVSEGTKAVTKYTSSK




