UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P10916 MLRV_HUMAN [Homo Myosin regulatory |25.734992 NaN S15;S19;T52 23271734 MAPKKAKKRAGGANSNVFSMFEQT [True False 4.66 3.136 2.752 2.287 1.253 2.372 2.207
sapiens light chain 2, QIQEFKEAFTIMDQNRDGFIDKNDL
'ventricular/cardiac RDTFAALGRVNVKNEEIDEMIKEAP

muscle isoform

GPINFTVFLTMFGEKLKGADPEETIL
NAFKVFDPEGKGVLKADYVREMLTT
QAERFSKEEVDQMFAAFPPDVTGNL
DYKNLVHIITHGEEKD




