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apparatus

plasma
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region
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P10961 HSF_YEAST Saccharomyces
cerevisiae

Heat	shock
transcription
factor

24.475439 NaN T97;S450;S458;S471;S478;S528 33229814 MNNAANTGTTNESNVSDAPRIEPLP
SLNDDDIEKILQPNDIFTTDRTDAST
TSSTAIEDIINPSLDPQSAASPVPSSS
FFHDSRKPSTSTHLVRRGTPLGIYQT
NLYGHNSRENTNPNSTLLSSKLLAH
PPVPYGQNPDLLQHAVYRAQPSSGT
TNAQPRQTTRRYQSHKSRPAFVNKL
WSMLNDDSNTKLIQWAEDGKSFIVT
NREEFVHQILPKYFKHSNFASFVRQ
LNMYGWHKVQDVKSGSIQSSSDDK
WQFENENFIRGREDLLEKIIRQKGS
SNNHNSPSGNGNPANGSNIPLDNA
AGSNNSNNNISSSNSFFNNGHLLQ
GKTLRLMNEANLGDKNDVTAILGEL
EQIKYNQIAISKDLLRINKDNELLWQ
ENMMARERHRTQQQALEKMFRFLT
SIVPHLDPKMIMDGLGDPKVNNEKL
NSANNIGLNRDNTGTIDELKSNDSF
INDDRNSFTNATTNARNNMSPNND
DNSIDTASTNTTNRKKNIDENIKNN
NDIINDIIFNTNLANNLSNYNSNNN
AGSPIRPYKQRYLLKNRANSSTSSEN
PSLTPFDIESNNDRKISEIPFDDEEE
EETDFRPFTSRDPNNQTSENTFDPN
RFTMLSDDDLKKDSHTNDNKHNES
DLFWDNVHRNIDEQDARLQNLEN
MVHILSPGYPNKSFNNKTSSTNTNS
NMESAVNVNSPGFNLQDYLTGESN
SPNSVHSVPSNGSGSTPLPMPNDN
DTEHASTSVNQGENGSGLTPFLTVD
DHTLNDNNTSEGSTRVSPDIKFSAT
ENTKVSDNLPSFNDHSYSTQADTAP
ENAKKRFVEEIPEPAIVEIQDPTEYN
DHRLPKRAKK

None None None None None None None None None


