}Jl;l iprotKB Entry name |organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi I
name sites reticulum apparatus membral
P11161 EGR2_HUMAN [Homo E3 35.061995 T13;S70;S78;S83;T89;5190;T194;S1 [NaN 29351928;40499546 MMTAKAVDKIPVTLSGFVHQLSDNI ([True False False 4.6 False False False False
sapiens |SUMO- 95;5199;T267;5289;5299;S382;T38 YPVEDLAATSVTIFPNAELGGPFDQ
protein 7 MNGVAGDGMINIDMTGEKRSLDLP
ligase IYPSSFAPVSAPRNQTFTYMGKFSIDP
EGR2 QYPGASCYPEGIINIVSAGILQGVTSP

IASTTASSSVTSASPNPLATGPLGVCT
MSQTQPDLDHLYSPPPPPPPYSGCA
GDLYQDPSAFLSAATTSTSSSLAYPP
PPSYPSPKPATDPGLFPMIPDYPGFF
PSQCQRDLHGTAGPDRKPFPCPLDT
LRVPPPLTPLSTIRNFTLGGPSAGVT
GPGASGGSEGPRLPGSSSAAAAAAA
IAAAYNPHHLPLRPILRPRKYPNRPSK
' TPVHERPYPCPAEGCDRRFSRSDEL
TRHIRIHTGHKPFQCRICMRNFSRS
DHLTTHIRTHTGEKPFACDYCGRKF
IARSDERKRHTKIHLRQKERKSSAPS
IASVPAPSTASCSGGVQPGGTLCSSN
SSSLGGGPLAPCSSRTRTP




