: P : : -
UniprotkB Entry name |organism [full name |oglcnacscore o.glcnac pOSP rylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P11169 GTR3_HUMAN [Homo Solute 21.754623 NaN T232;S475;S485;T492|34725712;28510447 MGTQKVTPALIFAITVATIGSFQFGY |False True 2.526 (2.589 [2.884 2.34 1.496 4.792 4.532
sapiens carrier NTGVINAPEKIIKEFINKTLTDKGNA

family 2, PPSEVLLTSLWSLSVAIFSVGGMIGS

facilitated FSVGLFVNRFGRRNSMLIVNLLAVT

glucose GGCFMGLCKVAKSVEMLILGRLVIG

transporter LFCGLCTGFVPMYIGEISPTALRGAF

member 3 GTLNQLGIVVGILVAQIFGLEFILGSE

ELWPLLLGFTILPAILQSAALPFCPES
PRFLLINRKEEENAKQILQRLWGTQ
DVSQDIQEMKDESARMSQEKQVTV
LELFRVSSYRQPIIISIVLQLSQQLSGI
NAVFYYSTGIFKDAGVQEPIYATIGAG
VVNTIFTVVSLFLVERAGRRTLHMIG
LGGMAFCSTLMTVSLLLKDNYNGM
SFVCIGAILVFVAFFEIGPGPIPWFIV
IAELFSQGPRPAAMAVAGCSNWTSN
FLVGLLFPSAAHYLGAYVFIIFTGFLI
TFLAFTFFKVPETRGRTFEDITRAFE
GQAHGADRSGKDGVMEMNSIEPAK
ETTTNV




