UniprotKB Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em:!oplasmlc golgi plasma extl.'acellular
ID sites sites reticulum apparatus membrane region
P11245 IARY2_HUMAN Homo Arylamine N- 26.147272 S274 NaN 39531497 MDIEAYFERIGYKNSRNKLDLETLTD [True False 4.713 |2.645 1.835 1.112 0.625 2.154 1.509

sapiens acetyltransferase ILEHQIRAVPFENLNMHCGQAMEL

GLEAIFDHIVRRNRGGWCLQVNQLL
YWALTTIGFQTTMLGGYFYIPPVNKY
STGMVHLLLQVTIDGRNYIVDAGSG
SSSQMWQPLELISGKDQPQVPCIFC
LTEERGIWYLDQIRREQYITNKEFLN
SHLLPKKKHQKIYLFTLEPRTIEDFE
SMNTYLQTSPTSSFITTSFCSLQTPE
GVYCLVGFILTYRKFNYKDNTDLVEF
KTLTEEEVEEVLRNIFKISLGRNLVP
KPGDGSLTI




