}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular [extracellular cytosol [nucleus mitochndrion | .. ic|golgi plasma extll"acellula
name sites reticulum |apparatus membrane region
P11362 FGFR1_HUMAN Homo Fibroblast|17.826004 NaN T463;T583;T585;T653;T654;T730;T 38665916 MWSWKCLLFWAVLVTATLCTARPS |None None None [None [None None None None None
sapiens growth 766 PTLPEQAQPWGAPVEVESFLVHPGD
factor LLQLRCRLRDDVQSINWLRDGVQLA
receptor ESNRTRITGEEVEVQDSVPADSGLYA
1 CVTSSPSGSDTTYFSVNVSDALPSSE

DDDDDDDSSSEEKETDNTKPNRMP
VAPYWTSPEKMEKKLHAVPAAKTVK
FKCPSSGTPNPTLRWLKNGKEFKPD
HRIGGYKVRYATWSIIMDSVVPSDKG
NYTCIVENEYGSINHTYQLDVVERSP
HRPILQAGLPANKTVALGSNVEFMC
KVYSDPQPHIQWLKHIEVNGSKIGP
DNLPYVQILKTAGVNTTDKEMEVLH
LRNVSFEDAGEYTCLAGNSIGLSHH
SAWLTVLEALEERPAVMTSPLYLEIII
'YCTGAFLISCMVGSVIVYKMKSGTKK
SDFHSQMAVHKLAKSIPLRRQVTVS
ADSSASMNSGVLLVRPSRLSSSGTP
MLAGVSEYELPEDPRWELPRDRLVL
GKPLGEGCFGQVVLAEAIGLDKDKP
NRVTKVAVKMLKSDATEKDLSDLIS
EMEMMKMIGKHKNIINLLGACTQD
GPLYVIVEYASKGNLREYLQARRPPG
LEYCYNPSHNPEEQLSSKDLVSCAY
QVARGMEYLASKKCIHRDLAARNVL
VTEDNVMKIADFGLARDIHHIDYYK
KTTNGRLPVKWMAPEALFDRIYTHQ
SDVWSFGVLLWEIFTLGGSPYPGVP
VEELFKLLKEGHRMDKPSNCTNELY
MMMRDCWHAVPSQRPTFKQLVED
LDRIVALTSNQEYLDLSMPLDQYSPS
FPDTRSSTCSSGEDSVFSHEPLPEEP
CLPRHPAQLANGGLKRR




