UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extlfacellular
ID name sites sites reticulum apparatus membrane region
P11433 CDC24_YEAST |Saccharomyces |Cell 24.475439 NaN NaN 33229814 IMAIQTRFASGTSLSDLKPKPSATSISI |[None None None |[None None None None None None
cerevisiae division PMQNVMNKPVTEQDSLFHICANIRK
control RLEVLPQLKPFLQLAYQSSEVLSERQ
protein SLLLSQKQHQELLKSNGANRDSSDL
24 IAPTLRSSSISTATSLMSMEGISYTNS

NPSATPNMEDTLLTFSMGILPITMD
CDPVTQLSQLFQQGAPLCILFNSVKP
QFKLPVIASDDLKVCKKSIYDFILGCK
KHFAFNDEELFTISDVFANSTSQLV
KVLEVVETLMNSSPTIFPSKSKTQQI
MNAENQHRHQPQQSSKKHNEYVKI
IKEFVATERKYVHDLEILDKYRQQLL
DSNLITSEELYMLFPNLGDAIDFQRR
FLISLEINALVEPSKQRIGALFMHSK
HFFKLYEPWSIGQNAAIEFLSSTLHK
MRVDESQRFIINNKLELQSFLYKPV
QRLCRYPLLVKELLAESSDDNNTKE
LEAALDISKNIARSINENQRRTENHQ
VVKKLYGRVVNWKGYRISKFGELLY
FDKVFISTTNSSSEPEREFEVYLFEKI
IILFSEVVTKKSASSLILKKKSSTSASI
SASNITDNNGSPHHSYHKRHSNSSS
SNNIHLSSSSAAAITHSSTNSSDNNS
NNSSSSSLFKLSANEPKLDLRGRIMI
MNLNQIIPQNNRSLNITWESIKEQG
NFLLKFKNEETRDNWSSCLQQLIHD
LKNEQFKARHHSSTSTTSSTAKSSS
MMSPTTTMNTPNHHNSRQTHDSM
IASFSSSHMKRVSDVLPKRRTTSSSF
ESEIKSISENFKNSIPESSILFRISYN
NNSNNTSSSEIFTLLVEKVWNFDDL
IMAINSKISNTHNNNISPITKIKYQDE
DGDFVVLGSDEDWNVAKEMLAENN
EKFLNIRLY




