endoplasmic |golgi pl extracellular

UniprotkB Entry name organism [full name |oglcnacscore o'glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion N .
1D sites sites reticulum apparatus membrane [region
P11438 LAMP1 _MOUSE Mus Lysosome- [37.975063 S250;T254 [NaN 33300544;40885482  MAAPGARRPLLLLLLAGLAHGASAL |False True 3.838 [3.047 2.9 3.075 2.954 5.0 3.471
musculus |associated FEVKNNGTTCIMASFSASFLTTYETA
membrane NGSQIVNISLPASAEVLKNGSSCGKE
glycoprotein NVSDPSLTITFGRGYLLTLNFTKNTT
1 RYSVQHMYFTYNLSDTEHFPNAISK

EIYTMDSTTDIKADINKAYRCVSDIR
'VYMKNVTVVLRDATIQAYLSSGNFS
KEETHCTQDGPSPTTGPPSPSPPLVP
TNPTVSKYNVTGNNGTCLLASMALQ
LNITYLKKDNKTVTRAFNISPNDTSS
GSCGINLVTLKVENKNRALELQFGM
NASSSLFFLQGVRLNMTLPDALVPT
FSISNHSLKALQATVGNSYKCNTEE
HIFVSKMLSLNVFSVQVQAFKVDSD
RFGSVEECVQDGNNMLIPIAVGGAL
AGLVLIVLIAYLIGRKRSHAGYQTI




