
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P11498 PYC_HUMAN Homo
sapiens

Pyruvate
carboxylase,
mitochondrial

15.337785 NaN T1003 38665916;35083852;34105348;332
14551;30397120;32119511;347257
12;37217939;28510447

MLKFRTVHGGLRLLGIRRTSTAPAAS
PNVRRLEYKPIKKVMVANRGEIAIRV
FRACTELGIRTVAIYSEQDTGQMHR
QKADEAYLIGRGLAPVQAYLHIPDIIK
VAKENNVDAVHPGYGFLSERADFAQ
ACQDAGVRFIGPSPEVVRKMGDKVE
ARAIAIAAGVPVVPGTDAPITSLHEAH
EFSNTYGFPIIFKAAYGGGGRGMRV
VHSYEELEENYTRAYSEALAAFGNG
ALFVEKFIEKPRHIEVQILGDQYGNIL
HLYERDCSIQRRHQKVVEIAPAAHL
DPQLRTRLTSDSVKLAKQVGYENAG
TVEFLVDRHGKHYFIEVNSRLQVEH
TVTEEITDVDLVHAQIHVAEGRSLPD
LGLRQENIRINGCAIQCRVTTEDPAR
SFQPDTGRIEVFRSGEGMGIRLDNA
SAFQGAVISPHYDSLLVKVIAHGKDH
PTAATKMSRALAEFRVRGVKTNIAFL
QNVLNNQQFLAGTVDTQFIDENPEL
FQLRPAQNRAQKLLHYLGHVMVNG
PTTPIPVKASPSPTDPVVPAVPIGPPP
AGFRDILLREGPEGFARAVRNHPGL
LLMDTTFRDAHQSLLATRVRTHDLK
KIAPYVAHNFSKLFSMENWGGATFD
VAMRFLYECPWRRLQELRELIPNIPF
QMLLRGANAVGYTNYPDNVVFKFC
EVAKENGMDVFRVFDSLNYLPNML
LGMEAAGSAGGVVEAAISYTGDVAD
PSRTKYSLQYYMGLAEELVRAGTHIL
CIKDMAGLLKPTACTMLVSSLRDRF
PDLPLHIHTHDTSGAGVAAMLACAQ
AGADVVDVAADSMSGMTSQPSMGA
LVACTRGTPLDTEVPMERVFDYSEY
WEGARGLYAAFDCTATMKSGNSDV
YENEIPGGQYTNLHFQAHSMGLGSK
FKEVKKAYVEANQMLGDLIKVTPSS
KIVGDLAQFMVQNGLSRAEAEAQAE
ELSFPRSVVEFLQGYIGVPHGGFPEP
FRSKVLKDLPRVEGRPGASLPPLDLQ
ALEKELVDRHGEEVTPEDVLSAAMY
PDVFAHFKDFTATFGPLDSLNTRLF
LQGPKIAEEFEVELERGKTLHIKALA
VSDLNRAGQRQVFFELNGQLRSILV
KDTQAMKEMHFHPKALKDVKGQIG
APMPGKVIDIKVVAGAKVAKGQPLC
VLSAMKMETVVTSPMEGTVRKVHV
TKDMTLEGDDLILEIE

None None None None None None None None None


