}Jl;l iprotKB Entry organism [full name |oglcnacscore °g lenac phosphorylation sites PMIDS |[sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma exh:acellular
name sites reticulum |apparatus membrane region
P11505 IAT2B1_RAT |Rattus Plasma 23.439218 NaN S8;S17;5S338;T1116;S1140;S1155;T (38843836 MGDMANNSVAYSGVKNSLKEANH |False True 2.179 [1.772 [1.76 2.105 1.311 5.0 1.95
norvegicus [membrane 1165;S1177;S1178;S1182 DGDFGITLAELRALMELRSTDALRKI
calcium- QESYGDVYGICTKLKTSPNEGLSGN
transporting PADLERREAVFGKNFIPPKKPKTFLQ
ATPase 1 LVWEALQDVTLIILEIAAIVSLGLSFY

QPPEGDNALCGEVSVGEEEGEGETG
WIEGAAILLSVVCVVLVTAFNDWSK
EKQFRGLQSRIEQEQKFTVIRGGQVI
QIPVADITVGDIAQVKYGDLLPADGIL
IQGNDLKIDESSLTGESDHVKKSLDK
DPLLLSGTHVMEGSGRMVVTAVGV
NSQTGIIFTLLGAGGEEEEKKDEKKK
EKKNKKQDGAIENRNKAKAQDGAA
MEMQPLKSEEGGDGDEKDKKKANL
PKKEKSVLQGKLTKLAVQIGKAGLL
MSAITVIILVLYFVIDTFWVQKRPWL
IAECTPIYIQYFVKFFIIGVTVLVVAVPE
GLPLAVTISLAYSVKKMMKDNNLVR
HLDACETMGNATAICSDKTGTLTM
NRMTVVQAYINEKHYKKVPEPEAIPP
NILSYLVTGISVNCAYTSKILPPEKEG
GLPRHVGNKTECALLGFLLDLKRDY
QDVRNEIPEEALYKVYTFNSVRKSM
STVLKNSDGSFRIFSKGASEIILKKCF
KILSANGEAKVFRPRDRDDIVKTVIE
PMASEGLRTICLAFRDFPAGEPEPE
WDNENDVVTGLTCIAVVGIEDPVRP
EVPEATKKCQRAGITVRMVTGDNINT
IARAIATKCGILHPGEDFLCLEGKDFN
RRIRNEKGEIEQERIDKIWPKLRVLA
RSSPTDKHTLVKGIIDSTVSEQRQVV
IAVTGDGTNDGPALKKADVGFAMGIA
GTDVAKEASDIILTDDNFTSIVKAVM
WGRNVYDSISKFLQFQLTVNVVAVI
VAFTGACITQDSPLKAVQMLWVNLI
MDTLASLALATEPPTESLLLRKPYGR
NKPLISRTMMKNILGHAFYQLVVVF
TLLFAGEKFFDIDSGRNAPLHAPPSE
HYTIVFNTFVLMQLFNEINARKIHGE
RNVFEGIFNNAIFCTIVLGTFVVQIII
'VQFGGKPFSCSELSIEQWLWSIFLG
MGTLLWGQLISTIPTSRLKFLKEAGH
GTQKEEIPEEELAEDVEEIDHAEREL
RRGQILWFRGLNRIQTQIRVVNAFR
SSLYEGLEKPESRSSIHNFMTHPEF
RIEDSEPLIPLIDDTDAEDDAPTKRN
SSPPPSPNKNNNAVDSGIHLTIEMN
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