}Jl;l iprotKB Entry organism [full name |oglcnacscore °g lenac phosphorylation sites PMIDS |[sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma exh:acellular
name sites reticulum |apparatus membrane region
P11506 IAT2B2_RAT |Rattus Plasma 23.439218 NaN S18;S27;T1139;S1178;T1188;S1201 38843836 MGDMTNSDFYSKNQRNESSHGGE |False True 2.077 [1.541 [1.834 4.418 1.319 5.0 1.863
norvegicus [membrane ;S1211;S1152;S1161;S1162;S1175; FGCSMEELRSLMELRGTEAVVKIKE
calcium- S1152;S1121;S1138;S1107;S1121;S TYGDTESICRRLKTSPVEGLPGTAPD
transporting 1130;S1131;S1144;S1138;S1147;S1 LEKRKQIFGQNFIPPKKPKTFLQLVW
ATPase 2 148;51161;S1107;S1116;S1117;S11 EALQDVTLIILEIAAIISLGLSFYHPPG

30;S1152;S1121;S1138;S1107

ESNEGCATAQGGAEDEGEAEAGWIE
GAAILLSVICVVLVTAFNDWSKEKQF
RGLQSRIEQEQKFTVVRAGQVVQIPV
IAEIVVGDIAQIKYGDLLPADGLFIQG
NDLKIDESSLTGESDQVRKSVDKDP
MLLSGTHVMEGSGRMVVTAVGVNS
QTGIIFTLLGAGGEEEEKKDKKGVKK
GDGLQLPAADGAAPANAAGSANASL
'VNGKMQDGSADSSQSKAKQQDGAA
IAMEMQPLKSAEGGDADDKKKANM
HKKEKSVLQGKLTKLAVQIGKAGLV
MSAITVIILVLYFTVDTEVVNKKPWL
TECTPVYVQYFVKFFIIGVTVLVVAVP
EGLPLAVTISLAYSVKKMMKDNNLV
RHLDACETMGNATAICSDKTGTLTT
NRMTVVQAYVGDVHYKEIPDPSSIN
IAKTLELLVNAIAINSAYTTKILPPEKE
GALPRQVGNKTECGLLGFVLDLRQD
YEPVRSQMPEEKLYKVYTFNSVRKS
MSTVIKMPDESFRMYSKGASEIVLK
KCCKILSGAGEPRVFRPRDRDEMVK
KVIEPMACDGLRTICVAYRDFPSSPE
PDWDNENDILNELTCICVVGIEDPV
RPEVPEAIRKCQRAGITVRMVTGDNI
NTARAIAIKCGITHPGEDFLCLEGKEF
NRRIRNEKGEIEQERIDKIWPKLRVL
IARSSPTDKHTLVKGIIDSTHTEQRQV
VAVTGDGTNDGPALKKADVGFAMGI
IAGTDVAKEASDIILTDDNFSSIVKAV
MWGRNVYDSISKFLQFQLTVNVVAV
[VAFTGACITQDSPLKAVQMLWVNLI
MDTFASLALATEPPTETLLLRKPYGR
NKPLISRTMMKNILGHAVYQLTLIFT
LLFVGEKMFQIDSGRNAPLHSPPSE
HYTIIFNTFVMMQLFNEINARKIHG
ERNVFDGIFRNPIFCTIVLGTFAIQIVI
VQFGGKPFSCSPLQLDQWMWCIFIG
LGELVWGQVIATIPTSRLKFLKEAGR
LTQKEEIPEEELNEDVEEIDHAEREL
RRGQILWFRGLNRIQTQIRVVKAFRS
SLYEGLEKPESRTSIHNFMAHPEFRI
EDSQPHIPLIDDTDLEEDAALKQNSS
PPSSLNKNNSAIDSGINLTTDTSKSA
TSSSPGSPIHSLETSL




