
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

P11679 K2C8_MOUSE Mus
musculus

Keratin,
type	II
cytoskeletal
8

40.153658 S482 S9;S13;S15;S21;S22;S24;T26;S27;S
34;S37;S39;S43;S44;S47;S51;S80;S
259;S280;S336;S406;S410;S416;S4
23;S430;S432;S438;S482;S484;S48
5;S489

36064721;36852467;37507081;410
18975;37453647;39627609;300423
74;30059200

MSIRVTQKSYKMSTSGPRAFSSRSF
TSGPGARISSSSFSRVGSSSSSFRGS
MGTGVGLGGFGGAGVGGITAVTVN
QSLLSPLKLEVDPNIQAVRTQEKEQI
KSLNNKFASFIDKVRFLEQQNKMLE
TKWSLLQQQKTSRSNMDNMFESYI
NNLRRQLEALGQEKLKLEAELGNM
QGLVEDFKNKYEDEINKRTEMENEF
VLIKKDVDEAYMNKVELESRLEGLT
DEINFLRQIHEEEIRELQSQISDTSVV
LSMDNSRSLDMDGIIAEVRAQYEDI
ANRSRAEAETMYQIKYEELQTLAGK
HGDDLRRTKTEISEMNRNINRLQAE
IEALKGQRASLEAAIADAEQRGEMAI
KDAQTKLAELEAALQRAKQDMARQ
LREYQELMNVKLALDIEITTYRKLLE
GEESRLESGMQNMSIHTKTTSGYSG
GLSSSYGGLTSPGFSYGMSSFQPGF
GSAGGSNTFSRTTKAVVVKKIETRD
GKLVSESSDVVSK

True True 3.171 4.43 2.702 1.929 1.493


