UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
1D name sites reticulum apparatus  membrane [region
P11710 FUS1 YEAST [Saccharomyces|Nuclear|24.475439 NaN T178;S190;S256;T281;T424 (33229814 MVATIMQTTTTVLTTVAAMSTTLAS |None None None |None None None None None None
cerevisiae fusion NYISSQASSSTSVTTVTTIATSIRSTPS
protein NLLFSNVAAQPKSSSASTIGLSIGLPI
FUS1 GIFCFGLLILLCYFYLKRNSVSISNPP

MSATIPREEEYCRRTNWFSRLFWQS
KCEDQNSYSNRDIEKYNDTQWTSG
DNMSSKIQYKISKPIIPQHILTPKKTV
KNPYAWSGKNISLDPKVNEMEEEK
IVVDAFLYTKPPNIVHIESSMPSYNDL
PSQKTVSSKKTALKTSEKWSYESPLS
RWFLRGSTYFKDYGLSKTSLKTPTG
IAPQLKQMKMLSRISKGYFNESDIMP
DERSPILEYNNTPLDANDSVNNLGN
TTPDSQITSYRNNNIDLITARPHSVIY
GTTAQQTLETNFNDHHDCNKSTEK
HELIIPTPSKPLKKRKKRRQSKMYQH
LQHLSRSKPLPLTPNSKYNGEASVQ
LGKTYTVIQDYEPRLTDEIRISLGEKV
KILATHTDGWCLVEKCNTQKGSIHV
SVDDKRYLNEDRGIVPGDCLQEYD




