UniprotKB Entry lorganism |full name oglcnacscore o.glcnac phosphorylation sites PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr_al

ID name sites reticulum |apparatus membrane regio:

P11730 KCC2G_RAT |Rattus Calcium/calmodulin-|23.439218 NaN 'T287;T306;T307;S311;S321;S325;S (38843836 MATTATCTRFTDDYQLFEELGKGAF [None None None [None None None None None None
norvegicus |dependent protein 329;S355;S453 SVVRRCVKKTSTQEYAAKIINTKKLS

kinase type II
subunit gamma

IARDHQKLEREARICRLLKHPNIVRL
HDSISEEGFHYLVFDLVTGGELFEDI
IVAREYYSEADASHCIHQILESVNHIH
QHDIVHRDLKPENLLLASKCKGAAV
KLADFGLAIEVQGEQQAWFGFAGTP
GYLSPEVLRKDPYGKPVDIWACGVIL
YILLVGYPPFWDEDQHKLYQQIKAGA
YDFPSPEWDTVTPEAKNLINQMLTI
NPAKRITADQALKHPWVCQRSTVAS
MMHRQETVECLRKFNARRKLKGAI
LTTMLVSRNFSVGRQSSAPASPAAS
IAAGLAGQAAKSLLNKKSDGGVKKRK
SSSSVHLMEPQTTVVHNATDGIKGS
TESCNTTTEDEDLKVRKQEIIKITEQ
LIEAINNGDFEAYTKICDPGLTSFEPE
IALGNLVEGMDFHKFYFENLLSKNS
KPIHTTILNPHVHVIGEDAACIAYIRL
TQYIDGQGRPRTSQSEETRVWHRRD
GKWLNVHYHCSGAPAAPLQ




