UniprotKB Entry name |organism [full name oglcnacscore |oglcnac sites prosphorylation iy yyg sequence intracellular [extracellular cytosol [nucleus imitochndrion | .. ic|golgi
ID sites reticulum |appa
P11940 PABP1_HUMAN [Homo Polyadenylate- |[25.833943 S315;T319;T485;T631;T635(S315;T319 34725712;40914422;35138101;372 MNPSAPSYPMASLYVGDLHPDVTEA [True False 4.849 (5.0 2.205 2.104 1.586
sapiens binding 17939;40596516;21740066;386659 |[MLYEKFSPAGPILSIRVCRDMITRRS
protein 1 16;30620550;34019948;28510447;3 [LGYAYVNFQQPADAERALDTMNFD

9531497;40307207;32870666;2212
1020;28657654;30444036;3508385
2;20305658;33214551;35254053;32
119511;33465208

VIKGKPVRIMWSQRDPSLRKSGVGN
IFIKNLDKSIDNKALYDTFSAFGNILS
CKVVCDENGSKGYGFVHFETQEAAE
RAIEKMNGMLLNDRKVFVGRFKSR
KEREAELGARAKEFTNVYIKNFGED
MDDERLKDLFGKFGPALSVKVMTD
ESGKSKGFGFVSFERHEDAQKAVDE
MNGKELNGKQIYVGRAQKKVERQT
ELKRKFEQMKQDRITRYQGVNLYVK
NLDDGIDDERLRKEFSPFGTITSAKV
MMEGGRSKGFGFVCFSSPEEATKA
VTEMNGRIVATKPLYVALAQRKEER
QAHLTNQYMQRMASVRAVPNPVIN
PYQPAPPSGYFMAAIPQTQNRAAYYP
PSQIAQLRPSPRWTAQGARPHPFQN
MPGAIRPAAPRPPFSTMRPASSQVP
RVMSTQRVANTSTQTMGPRPAAAA
IAAATPAVRTVPQYKYAAGVRNPQQH
LNAQPQVTMQQPAVHVQGQEPLTA
SMLASAPPQEQKQMLGERLFPLIQA
MHPTLAGKITGMLLEIDNSELLHML
ESPESLRSKVDEAVAVLQAHQAKEA
IAQKAVNSATGVPTV




