UniprotKB Entry name |organism [full name [oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc}oplasmw golgi plasma em:i
ID sites sites reticulum |apparatus membrane [regic
P12236 IADT3_HUMAN [Homo IADP/ATP  |23.640918 T254 NaN 38665916;23301498;33465208;399 |MTEQAISFAKDFLAGGIAAAISKTAV (True False 1.406 [4.037 5.0 False False False 0.18¢
sapiens |translocase 90658;35083852;40596516 APIERVKLLLQVQHASKQIAADKQYK
3 GIVDCIVRIPKEQGVLSFWRGNLANV

IRYFPTQALNFAFKDKYKQIFLGGVD
KHTQFWRYFAGNLASGGAAGATSLC
FVYPLDFARTRLAADVGKSGTEREF
RGLGDCLVKITKSDGIRGLYQGFSVS
'VQGIITYRAAYFGVYDTAKGMLPDPK
NTHIVVSWMIAQTVTAVAGVVSYPF
DTVRRRMMMQSGRKGADIMYTGTV
DCWRKIFRDEGGKAFFKGAWSNVL

RGMGGAFVLVLYDELKKVI




