}Jl;l iprotkB Entry name |organism full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em:loplasmlc golgi plasma extr:acellular
sites sites reticulum apparatus membrane [region
P12385 ERF1_YEAST|Saccharomyces [Eukaryotic [24.475439 NaN S421 33229814 [MDNEVEKNIEIWKVKKLVQSLEKAR [None None None |None None None None None None
cerevisiae peptide GNGTSMISLVIPPKGQIPLYQKMLTD
chain EYGTASNIKSRVNRLSVLSAITSTQQ
release KLKLYNTLPKNGLVLYCGDIITEDGK
factor EKKVTFDIEPYKPINTSLYLCDNKFH
subunit 1 TEVLSELLQADDKFGFIVMDGQGTL

FGSVSGNTRTVLHKFTVDLPKKHGR
GGQSALRFARLREEKRHNYVRKVAE
IVAVQNFITNDKVNVKGLILAGSADF
KTDLAKSELFDPRLACKVISIVDVSY
GGENGFNQAIELSAEALANVKYVQE
KKLLEAYFDEISQDTGKFCYGIDDTL
KALDLGAVEKLIVFENLETIRYTFKD
IAEDNEVIKFAEPEAKDKSFAIDKATG
QEMDVVSEEPLIEWLAANYKNFGAT
LEFITDKSSEGAQFVTGFGGIGAMLR
YKVNFEQLVDESEDEYYDEDEGSDY
DFI




