UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
P12544 GRAA_HUMAN [Homo Granzyme |34.455997 NaN NaN 40914422 MRNSYRFLASSLSVVVSLLLIPEDVC (True True 2.457 5.0 2.513 1.978 2.11 5.0 4.498

sapiens |A EKIIGGNEVITPHSRPYMVLLSLDRKT

ICAGALIAKDWVLTAAHCNLNKRSQ
VILGAHSITREEPTKQIMLVKKEFPY
PCYDPATREGDLKLLQLMEKAKINK
YVTILHLPKKGDDVKPGTMCQVAGW
GRTHNSASWSDTLREVNITIIDRKVC
NDRNHYNFNPVIGMNMVCAGSLRG
GRDSCNGDSGSPLLCEGVFRGVTSF
GLENKCGDPRGPGVYILLSKKHLNW
IIMTIKGAV




