}J];1 iprotKB Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion enc!oplasmlc golgi [plasma extl:acellular
sites sites reticulum apparatus membrane [region
P12686 RT13 YEAST|Saccharomyces|37S 24.475439 NaN NaN 33229814 MGTITVVINEGPILLIRALHRATTNK |None None None [None None None None None None
cerevisiae ribosomal KMFRSTVWRRFASTGEIAKAKLDEF
[protein LIYHKTDAKLKPFIYRPKNAQILLTKD
MRP13, IRDPKTREPLQPRPPVKPLSKQTLND
mitochondrial FIYSVEPNSTELLDWFKEWTGTSIRK

RAIWTYISPIHVQKMLTASFFKIGKYA
HMVGLLYGIEHKFLKAQNPSVFDIE
HFFNTNIMCALHRNRLKDYKDAEIA
QRKLQVAWKKVLNRKNNTGLANIL
IVATLGRQIGFTPELTGLQPVDISLPDI
PNSSSGAELKDLLSKYEGIYLIARTLL
DIDQHNAQYLELQEFIRQYQNALSE
SSDPYDTHLKALGLLETPPPQESTEK
EEK




