UniprotKB Entry name [organism full loglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion | . ic|golgi plasma

ID name sites reticulum apparatus membra

P12755 SKI_HUMAN [Homo Ski 29.31005 S387;5389;5440(S383;5432;5480;S720(28657654;40307207;37217939;405 |MEAAAGGRGCFQPHPGLQKTLEQF (True False 1.594 5.0 False False False False
sapiens |oncogene 96516;29351928;37340703 HLSSMSSLGGPAAFSARWAQEAYKK

ESAKEAGAAAVPAPVPAATEPPPVLH
LPAIQPPPPVLPGPFFMPSDRSTERC
ETVLEGETISCFVVGGEKRLCLPQIL
NSVLRDFSLQQINAVCDELHIYCSRC
TADQLEILKVMGILPFSAPSCGLITKT
DAERLCNALLYGGAYPPPCKKELAA
SLALGLELSERSVRVYHECFGKCKG
LLVPELYSSPSAACIQCLDCRLMYPP
HKFVVHSHKALENRTCHWGFDSAN
WRAYILLSQDYTGKEEQARLGRCLD
DVKEKFDYGNKYKRRVPRVSSEPPA
SIRPKTDDTSSQSPAPSEKDKPSSWL
RTLAGSSNKSLGCVHPRQRLSAFRP
'WSPAVSASEKELSPHLPALIRDSFYS
YKSFETAVAPNVALAPPAQQKVVSSP
PCAAAVSRAPEPLATCTQPRKRKLTV
DTPGAPETLAPVAAPEEDKDSEAEV
EVESREEFTSSLSSLSSPSFTSSSSA
KDLGSPGARALPSAVPDAAAPADAPS
GLEAELEHLRQALEGGLDTKEAKEK
FLHEVVKMRVKQEEKLSAALQAKRS
LHQELEFLRVAKKEKLREATEAKRN
LRKEIERLRAENEKKMKEANESRLR
LKRELEQARQARVCDKGCEAGRLRA
KYSAQIEDLQVKLQHAEADREQLRA
DLLREREAREHLEKVVKELQEQLWP

RARPEAAGSEGAAELEP




