UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation |,y sequence intracellular |extracellular [cytosol [nucleus imitochndrion | . | golgi plasma jextra
D name sites sites reticulum  |apparatus membrane [regio
P12757 SKIL_HUMAN [Homo Ski- 21.237589 T72;T74;S75|S452 39531497;30379171;35289036;393 [MENLQTNFSLVQGSTKKLNGMGDD [True False 3.186 |[5.0 1.432 1.187 0.976 1.657 1.714
sapiens like 02247;35254053 IGSPPAKKMITDIHANGKTINKVPTVK
protein KEHLDDYGEAPVETDGEHVKRTCTS

IVPETLHLNPSLKHTLAQFHLSSQSS
LGGPAAFSARHSQESMSPTVFLPLP
SPQVLPGPLLIPSDSSTELTQTVLEG
ESISCFQVGGEKRLCLPQVLNSVLRE
FTLQQINTVCDELYIYCSRCTSDQLH
ILKVLGILPFNAPSCGLITLTDAQRLC
NALLRPRTFPQNGSVLPAKSSLAQL
KETGSAFEVEHECLGKCQGLFAPQF
'YVQPDAPCIQCLECCGMFAPQTFVM
HSHRSPDKRTCHWGFESAKWHCYL
HVNQKYLGTPEEKKLKIILEEMKEKF
SMRSGKRNQSKTDAPSGMELQSWY
PVIKQEGDHVSQTHSFLHPSYYLYM
CDKVVAPNVSLTSAVSQSKELTKTE
IASKSISRQSEKAHSSGKLQKTVSYPD
VSLEEQEKMDLKTSRELCSRLDASIS
NNSTSKRKSESATCNLVRDINKVGI
GLVAAASSPLLVKDVICEDDKGKIME
EVMRTYLKQQEKLNLILQKKQQLQ
MEVKMLSSSKSMKELTEEQQNLQK
ELESLQNEHAQRMEEFYVEQKDLE
KKLEQIMKQKCTCDSNLEKDKEAEY
IAGQLAELRQRLDHAEADRQELQDEL
RQEREARQKLEMMIKELKLQILKSS
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