UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol [nucleus mitochndrion en(?oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
P13412 TNNI2_MOUSE [Mus Troponin 29.125745 NaN T12;S118 39927985 MGDEEKRNRAITARRQHLKSVMLAQI |False False 0.775 |2.806 [1.453 False False False False
musculus |I, fast AATELEKEESRRESEKENYLSEHCP
skeletal PLHIPGSMSEVQELCKQLHAKIDVA
muscle

EEEKYDMEVKVQKSSKELEDMNQK
LFDLRGKFKRPPLRRVRMSADAMLK
ALLGSKHKVCMDLRANLKQVKKED
TEKERDLRDVGDWRKNIEEKSGME
GRKKMFESES




