
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P13612 ITA4_HUMAN Homo
sapiens

Integrin
alpha-4

33.470722 T941 S1021 40914422;40307207 MAWEARREPGPRRAAVRETVMLLL
CLGVPTGRPYNVDTESALLYQGPHN
TLFGYSVVLHSHGANRWLLVGAPTA
NWLANASVINPGAIYRCRIGKNPGQ
TCEQLQLGSPNGEPCGKTCLEERDN
QWLGVTLSRQPGENGSIVTCGHRW
KNIFYIKNENKLPTGGCYGVPPDLRT
ELSKRIAPCYQDYVKKFGENFASCQ
AGISSFYTKDLIVMGAPGSSYWTGSL
FVYNITTNKYKAFLDKQNQVKFGSY
LGYSVGAGHFRSQHTTEVVGGAPQH
EQIGKAYIFSIDEKELNILHEMKGKK
LGSYFGASVCAVDLNADGFSDLLVG
APMQSTIREEGRVFVYINSGSGAVM
NAMETNLVGSDKYAARFGESIVNLG
DIDNDGFEDVAIGAPQEDDLQGAIYI
YNGRADGISSTFSQRIEGLQISKSLS
MFGQSISGQIDADNNGYVDVAVGAF
RSDSAVLLRTRPVVIVDASLSHPESV
NRTKFDCVENGWPSVCIDLTLCFSY
KGKEVPGYIVLFYNMSLDVNRKAES
PPRFYFSSNGTSDVITGSIQVSSREA
NCRTHQAFMRKDVRDILTPIQIEAAY
HLGPHVISKRSTEEFPPLQPILQQKK
EKDIMKKTINFARFCAHENCSADLQ
VSAKIGFLKPHENKTYLAVGSMKTL
MLNVSLFNAGDDAYETTLHVKLPVG
LYFIKILELEEKQINCEVTDNSGVVQ
LDCSIGYIYVDHLSRIDISFLLDVSSL
SRAEEDLSITVHATCENEEEMDNLK
HSRVTVAIPLKYEVKLTVHGFVNPTS
FVYGSNDENEPETCMVEKMNLTFH
VINTGNSMAPNVSVEIMVPNSFSPQ
TDKLFNILDVQTTTGECHFENYQRV
CALEQQKSAMQTLKGIVRFLSKTDK
RLLYCIKADPHCLNFLCNFGKMESG
KEASVHIQLEGRPSILEMDETSALKF
EIRATGFPEPNPRVIELNKDENVAHV
LLEGLHHQRPKRYFTIVIISSSLLLGL
IVLLLISYVMWKAGFFKRQYKSILQE
ENRRDSWSYINSKSNDD

False True 2.116 2.528 2.058 1.793 1.477 5.0 4.576


