UniprotKB Entry organism |full name oglcnacscore o_glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
P13638 IAT1B2_RAT [Rattus Sodium/potassium-|23.439218 NaN NaN 38843836 MVIQKEKKSCGQVVEEWKEFVWNP (False True 2.718 |2.177 1.22 1.158 False 5.0 1.694
norvegicus |transporting RTHQFMGRTGTSWAFILLFYLVFYG
ATPase subunit FLTAMFTLTMWVMLQTVSDHTPKY
beta-2

QDRLATPGLMIRPKTENLDVIVNISD
TESWDQHVQKLNKFLEPYNDSIQAQ
KNDVCRPGRYYEQPDNGVLNYPKRA
CQFNRTQLGNCSGIGDPTHYGYSTG
QPCVFIKMNRVINFYAGANQSMNVT
CVGKKDEDAENLGHFIMFPANGNID
LMYFPYYGKKFHVNYTQPLVAVKFL
NVTPNVEVNVECRINAANIATDDER
DKFAARVAFKLRINKA




