UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac phosp ylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion wen(.ioplasmlc golgi

ID sites reticulum |apparatu

P13647 K2C5_HUMAN [Homo Keratin, 22.953199 NaN S5;S8;516;521;T24;526;536;S50;S6 [39990658;37217939;33214551;410 [MSRQSSVSFRSGGSRSFSTASAITPS [True True 4.596 |4.747 [2.328 1.796 1.577
sapiens [type II 4;571;S75;S82;T151 18975;26853435;22967762;386659 |[VSRTSFTSVSRSGGGGGGGFGRVSL

cytoskeletal
5

16;35083852;34019948;28510447

IAGACGVGGYGSRSLYNLGGSKRISIS
TSGGSFRNRFGAGAGGGYGFGGGA
GSGFGFGGGAGGGFGLGGGAGFGG
GFGGPGFPVCPPGGIQEVTVNQSLL
TPLNLQIDPSIQRVRTEEREQIKTLN
NKFASFIDKVRFLEQQNKVLDTKWT
LLQEQGTKTVRQNLEPLFEQYINNL
RRQLDSIVGERGRLDSELRNMQDLV
EDFKNKYEDEINKRTTAENEFVMLK
KDVDAAYMNKVELEAKVDALMDEI
NFMKMFFDAELSQMQTHVSDTSVV
LSMDNNRNLDLDSITAEVKAQYEEIA
NRSRTEAESWYQTKYEELQQTAGR
HGDDLRNTKHEISEMNRMIQRLRA
EIDNVKKQCANLQNAIADAEQRGEL
ALKDARNKLAELEEALQKAKQDMA
RLLREYQELMNTKLALDVEIATYRKL
LEGEECRLSGEGVGPVNISVVTSSVS
SGYGSGSGYGGGLGGGLGGGLGGG
LAGGSSGSYYSSSSGGVGLGGGLSV
GGSGFSASSGRGLGVGFGSGGGSSS
SVKFVSTTSSSRKSFKS




