UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em‘.loplasmlc golgi plasma extn:acellular
ID sites sites reticulum apparatus membrane region
P13686 PPA5_HUMAN |Homo Tartrate- 28.275761 NaN NaN 39894887 MDMWTALLILQALLLPSLADGATPA ([True False 4.633 [3.215 [2.184 2.164 1.467 2.468 3.636
sapiens resistant LRFVAVGDWGGVPNAPFHTAREMA
acid NAKEIARTVQILGADFILSLGDNFYF
phosphatase TGVQDINDKRFQETFEDVFSDRSLR
type 5 KVPWYVLAGNHDHLGNVSAQIAYSK

ISKRWNFPSPFYRLHFKIPQTNVSVA
IFMLDTVTLCGNSDDFLSQQPERPR
DVKLARTQLSWLKKQLAAAREDYVL
\VAGHYPVWSIAEHGPTHCLVKQLRP
LLATYGVTAYLCGHDHNLQYLQDEN
GVGYVLSGAGNFMDPSKRHQRKVP
NGYLRFHYGTEDSLGGFAYVEISSKE
MTVTYIEASGKSLFKTRLPRRARP




