UniprotKB

D Entry name |organism |full name |oglcnacscore oglcnac phosphorylation |y, sequence intracellular |extracellular cytosol [nucleus [mitochndrion endoplasmic golgi ! ex
sites  [sites reticulum |apparatus [membrane fre
P13804 ETFA HUMAN |Homo Electron 29.270989 NaN T93;S140 34229054;38665916;26374642;347 [MFRAAAPGQLRRAASLLRFQSTLVIA |True False 2.191 |1.873 4.95 1.779 1.717 1.877 1.7

sapiens [transfer 25712;40914422;35083852 EHANDSLAPITLNTITAATRLGGEVS

flavoprotein CLVAGTKCDKVAQDLCKVAGIAKVL

subunit VAQHDVYKGLLPEELTPLILATQKQF

alpha, NYTHICAGASAFGKNLLPRVAAKLE

mitochondrial 'VAPISDITIAIKSPDTFVRTIYAGNALCT

'VKCDEKVKVFSVRGTSFDAAATSGG
SASSEKASSTSPVEISEWLDQKLTKS
DRPELTGAKVVVSGGRGLKSGENFK
LLYDLADQLHAAVGASRAAVDAGFV
PNDMQVGQTGKIVAPELYIAVGISGA
IQHLAGMKDSKTIVAINKDPEAPIFQ
VADYGIVADLFKVVPEMTEILKKK




