}iT;uprotKB Entry name |organism full oglcnacscore qglcnac phosphorylation sites PMIDS |sequence intracellular [extracellular cytosol nucleus jmitochndrion en(.ioplasmlc golgi plasma extl:acellular
name sites reticulum |apparatus membrane [region
P13834 GYS1_RABIT |Oryctolagus |Glycogen |27.395971 NaN S8;511;S412;S641;S645;S649;S652; (12510058 MPLSRTLSVSSLPGLEDWEDEFDLE [None None None |None None None None None None
cuniculus [[starch] $653;5S657;5S698;T700;S709;S711;T NSVLFEVAWEVANKVGGIYTVLQTK
synthase, 719;S725 IAKVTGDEWGDNYFLVGPYTEQGVRT
muscle QVELLEPPTPALKRTLDSMNSKGCK

[VYFGRWLIEGGPLVVLLDVGASAWA
LERWKGELWDTCNIGVPWYDREAN
DAVLFGFLTTWFLGEFLAQNEEKPH
VVAHFHEWLAGIGLCLCRARRLPVA
TIFTTHATLLGRYLCAGAVDFYNNLE
NFNVDKEAGERQIYHRYCMERAAA
HCAHVFTTVSQITAIEAQHLLKRKPD
IVTPNGLNVKKFSAMHEFQNLHAQ
SKARIQEFVRGHFYGHLDFNLDKTL
YFFIAGRYEFSNKGADVFLEALARLN
[YLLRVNGSEQTVVAFFIMPARTNNF
NVETLKGQAVRKQLWDTANTVKEK
FGRKLYESLLVGSLPDMNKMLDKE
DFTMMKRAIFATQRQSFPPVCTHN
MLDDSSDPILTTIRRIGLFNSSADRV
KVIFHPEFLSSTSPLLPVDYEEFVRG
CHLGVFPSYYEPWGYTPAECTVMGI
PSISTNLSGFGCFMEEHIADPSAYGI
[YILDRRFRSLDDSCSQLTSFLYSFCQ
QSRRQRIIQRNRTERLSDLLDWKYL
GRYYMSARHMALAKAFPDHFTYEP
HEADATQGYRYPRPASVPPSPSLSR
HSSPHQSEDEEEPRDGLPEEDGERY
DEDEEAAKDRRNIRAPEWPRRASCT
SSSGGSKRSNSVDTSSLSTPSEPLSP
IASSLGEERN




