UniprotKB Entry name organism full name loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plL

ID sites sites reticulum apparatus jm

P13995 MTDC_HUMAN Homo Bifunctional 26.884562 NaN NaN 40914422;28510447;30379171 MAATSLMSALAARLLQPAHSCSLRL |True False 3.14 2.034 5.0 1.64 0.678 1.¢
sapiens |methylenetetrahydrofolate RPFHLAAVRNEAVVISGRKLAQQIKQ

dehydrogenase/cyclohydrolase,
mitochondrial

EVRQEVEEWVASGNKRPHLSVILVG
ENPASHSYVLNKTRAAAVVGINSETI
MKPASISEEELLNLINKLNNDDNVD
GLLVQLPLPEHIDERRICNAVSPDKD
'VDGFHVINVGRMCLDQYSMLPATP
'WGVWEIIKRTGIPTLGKNVVVAGRSK
NVGMPIAMLLHTDGAHERPGGDAT
VTISHRYTPKEQLKKHTILADIVISAA
GIPNLITADMIKEGAAVIDVGINRVH
DPVTAKPKLVGDVDFEGVRQKAGYI
TPVPGGVGPMTVAMLMKNTIIAAKK
VLRLEEREVLKSKELGVATN




