UniprotkB Entry name organism full loglcnacscore o.glcnac p'h osphorylation PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
P14115 RL27A_MOUSE [Mus Large 25.700107 NaN S68 37453647;39627609 MPSRLRKTRKLRGHVSHGHGRIGK |True False 5.0 1.951 1.814 1.052 False 1.064 1.191
musculus |ribosomal HRKHPGGRGNAGGMHHHRINFDK
subunit YHPGYFGKVGMRHYHLKRNQSFCP
protein TVNLDKLWTLVSEQTRVNAAKNKTG
uL15 'VAPIIDVVRSGYYKVLGKGKLPKQPVI
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