
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P14543 NID1_HUMAN Homo
sapiens

Nidogen-
1

19.553086 S823 NaN 35289036;38665916 MLASSSRIRAAWTRALLLPLLLAGPV
GCLSRQELFPFGPGQGDLELEDGDD
FVSPALELSGALRFYDRSDIDAVYVT
TNGIIATSEPPAKESHPGLFPPTFGA
VAPFLADLDTTDGLGKVYYREDLSPS
ITQRAAECVHRGFPEISFQPSSAVVV
TWESVAPYQGPSRDPDQKGKRNTF
QAVLASSDSSSYAIFLYPEDGLQFHT
TFSKKENNQVPAVVAFSQGSVGFLW
KSNGAYNIFANDRESVENLAKSSNS
GQQGVWVFEIGSPATTNGVVPADVI
LGTEDGAEYDDEDEDYDLATTRLGL
EDVGTTPFSYKALRRGGADTYSVPSV
LSPRRAATERPLGPPTERTRSFQLAV
ETFHQQHPQVIDVDEVEETGVVFSY
NTDSRQTCANNRHQCSVHAECRDY
ATGFCCSCVAGYTGNGRQCVAEGSP
QRVNGKVKGRIFVGSSQVPIVFENT
DLHSYVVMNHGRSYTAISTIPETVGY
SLLPLAPVGGIIGWMFAVEQDGFKN
GFSITGGEFTRQAEVTFVGHPGNLVI
KQRFSGIDEHGHLTIDTELEGRVPQI
PFGSSVHIEPYTELYHYSTSVITSSST
REYTVTEPERDGASPSRIYTYQWRQT
ITFQECVHDDSRPALPSTQQLSVDSV
FVLYNQEEKILRYALSNSIGPVREGS
PDALQNPCYIGTHGCDTNAACRPGP
RTQFTCECSIGFRGDGRTCYDIDECS
EQPSVCGSHTICNNHPGTFRCECVE
GYQFSDEGTCVAVVDQRPINYCETG
LHNCDIPQRAQCIYTGGSSYTCSCLP
GFSGDGQACQDVDECQPSRCHPDA
FCYNTPGSFTCQCKPGYQGDGFRCV
PGEVEKTRCQHEREHILGAAGATDP
QRPIPPGLFVPECDAHGHYAPTQCH
GSTGYCWCVDRDGREVEGTRTRPG
MTPPCLSTVAPPIHQGPAVPTAVIPL
PPGTHLLFAQTGKIERLPLEGNTMR
KTEAKAFLHVPAKVIIGLAFDCVDKM
VYWTDITEPSIGRASLHGGEPTTIIRQ
DLGSPEGIAVDHLGRNIFWTDSNLD
RIEVAKLDGTQRRVLFETDLVNPRGI
VTDSVRGNLYWTDWNRDNPKIETSY
MDGTNRRILVQDDLGLPNGLTFDAF
SSQLCWVDAGTNRAECLNPSQPSR
RKALEGLQYPFAVTSYGKNLYFTDW
KMNSVVALDLAISKETDAFQPHKQT
RLYGITTALSQCPQGHNYCSVNNGG
CTHLCLATPGSRTCRCPDNTLGVDC
IEQK

False True 1.751 2.2 1.761 1.584 1.318 3.334 4.602


