UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular|cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
P14784 IL2RB_HUMAN [Homo Interleukin- (34.455997 NaN NaN 40914422 MAAPALSWRLPLLILLLPLATSWASA [True True 4.382 [2.388 1.965 2.231 1.781 5.0 3.05
sapiens 2 receptor IAVNGTSQFTCFYNSRANISCVWSQD
subunit GALQDTSCQVHAWPDRRRWNQTCE
beta LLPVSQASWACNLILGAPDSQKLTTV

DIVTLRVLCREGVRWRVMAIQDFKP
FENLRLMAPISLQVVHVETHRCNIS
WEISQASHYFERHLEFEARTLSPGH
TWEEAPLLTLKQKQEWICLETLTPD
TQYEFQVRVKPLQGEFTTWSPWSQP
LAFRTKPAALGKDTIPWLGHLLVGLS
GAFGFIILVYLLINCRNTGPWLKKVL
KCNTPDPSKFFSQLSSEHGGDVQK
\WLSSPFPSSSFSPGGLAPEISPLEVL
ERDKVTQLLLQQDKVPEPASLSSNH
SLTSCFTNQGYFFFHLPDALEIEACQ
VYFTYDPYSEEDPDEGVAGAPTGSSP
QPLQPLSGEDDAYCTFPSRDDLLLFS
PSLLGGPSPPSTAPGGSGAGEERMP
PSLQERVPRDWDPQPLGPPTPGVPD
LVDFQPPPELVLREAGEEVPDAGPR
EGVSFPWSRPPGQGEFRALNARLPL
NTDAYLSLQELQGQDPTHLV




