NCSVIEGHLQILLMFKTRPEDFRDLS
FPKLIMITDYLLLFRVYGLESLKDLFP
NLTVIRGSRLFFNYALVIFEMVHLKE
LGLYNLMNITRGSVRIEKNNELCYL
IATIDWSRILDYVEDNYIVLNKDDNEE
CGDVCPGTAKGKTNCPATVINGQFV
ERCWTHSHCQKVCPTICKSHGCTAE
GLCCHKECLGNCSEPDDPTKCVACR
NFYLDGQCVETCPPPYYHFQDWRC
IVNFSFCQDLHYKCRNSRKPGCHQY
IVIHNNKCIPECPSGYTMNSSNLMCT
PCLGPCPKVCQILEGEKTIDSVTSAQ
ELRGCTVINGSLIINIRGGNNLAAEL
EANLGLIEEISGFLKIRRSYALVSLSF
FRKLHLIRGETLEIGNYSFYALDNQN
LRQLWDWNKHNLTITQGKLFFHYN
PKLCLSEIHKMEEVSGTKGRQERND
IALKTNGDQASCENELLKFSFIRTSF
DKILLRWEPYWPPDFRDLLGFMLFY
KEAPYQNVTEFDGQDACGSNSWTV
\VDIDPPQRSNDPKSQTPSHPGWLM
RGLKPWTQYAIFVKTLVTFSDERRTY
GAKSDIIYVQTDATNPSVPLDPISVSN
SSSQIILKWKPPSDPNGNITHYLVYW
ERQAEDSELFELDYCLKGLKLPSRT
'WSPPFESDDSQKHNQSEYDDSASE
CCSCPKTDSQILKELEESSFRKTFED
YLHNVVFVPRKTSSGNGAEDTRPSR
KRRSLEEVGNVTATTPTLPDFPNISS
TIAPTSHEEHRPFEKVVNKESLVISG
LRHFTGYRIELQACNQDSPEERSGV
IAAYVSARTMPEAKADDIVGPVTHEIF
ENNVVHLMWQEPKEPNGLIVLYEV
SYRRYGDEELHLCVSRKHFALERGC
RLRGLSPGNYSVRVRATSLAGNGSW
TEPTYFYVTDYLDVPSNIAKIIIGPLIF
IVFLFSVVIGSIYLFLRKRQPDGPMGP
LYASSNPEYLSASDVFPSSVYVPDEW
EVPREKITLLRELGQGSFGMVYEGN
IAKDIIKGEVETRVAVKTVNESASLRE
RIEFLNEASVMKGFTCHHVVRLLGV
IVSKGQPTLVVMELMAHGDLKSHLR
SLRPDAENNPGRPPPTLQEMIQMTA
EIADGMAYLNAKKFVHRDLAARNC
MVAHDFTVKIGDFGMTRDIYETDYY
RKGGKGLLPVRWMSPESLKDGVFT
IASSDMWSFGVVLWEITSLAEQPYQG
LSNEQVLKFVMDGGYLDPPDNCPE
RLTDLMRMCWQFNPKMRPTFLEIV
NLLKDDLHPSFPEVSFFYSEENKAP
ESEELEMEFEDMENVPLDRSSHCQ
REEAGCREGGSSLSIKRTYDEHIPYT
HMNGGKKNGRVLTLPRSNPS

UniprotKB Entry organism full oglcnacscore oglcnac iphosphorylation sites PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion \enc‘loplasmlc golgi [plasma extl:acellular

ID name name sites reticulum |apparatus membrane region

P15127 INSR_RAT [Rattus Insulin |23.439218 NaN S399;T400;5406;T1000;T1186;T119 (38843836 MGSGRGCETTAVPLLMAVAVAGGTA [True True 3.211 [4.645 [3.284 3.104 2.303 4.825 3.493
norvegicus [receptor 0;T1191;T1356;T1362 GHLYPGEVCPGMDIRNNLTRLHELE




