}Jl;l iprotkB Entry name |organism full name loglcnacscore oglcnac ey rylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi k eth:a(
sites sites reticulum |apparatus membrane [regior
P16118 F261_HUMAN Homo 6- 29.194257 S2;T9 |S33;S141 28411811;35254053;29485866 MSPEMGELTQTRLQKIWIPHSSGSS ([True False 5.0 2.838 [2.316 1.753 0.798 2.482 1.824
sapiens [phosphofructo- RLQRRRGSSIPQFTNSPTMVIMVGL
- PARGKTYISTKLTRYLNWIGTPTKVF
kinase/fructose- NLGQYRREAVSYKNYEFFLPDNMEA
2,6- LQIRKQCALAALKDVHNYLSHEEGH
bisphosphatase 'VAVFDATNTTRERRSLILQFAKEHGY
1 KVFFIESICNDPGIIAENIRQVKLGSP

DYIDCDREKVLEDFLKRIECYEVNYQ
PLDEELDSHLSYIKIFDVGTRYMVNR
'VQDHIQSRTVYYLMNIHVTPRSIYLC
RHGESELNIRGRIGGDSGLSVRGKQ
'YAYALANFIQSQGISSLKVWTSHMK
RTIQTAEALGVPYEQWKALNEIDAGV
CEEMTYEEIQEHYPEEFALRDQDKY
RYRYPKGESYEDLVQRLEPVIMELER
QENVLVICHQAVMRCLLAYFLDKSS
DELPYLKCPLHTVLKLTPVAYGCKVE
SIYLNVEAVNTHREKPENVDITREPE
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