UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_a(
ID name sites sites reticulum |apparatus membrane [regior
P16152 CBR1_HUMAN Homo Carbonyl [19.663794 NaN S2;S30 16408927;33214551;35138101;340 |MSSGIHVALVTGGNKGIGLAIVRDLC [True False 4.656 [2.776 |2.3 1.99 0.888 1.762 4.347
sapiens [reductase 19948;28510447;38665916 RLFSGDVVLTARDVTRGQAAVQQLQ
[NADPH] IAEGLSPRFHQLDIDDLQSIRALRDFL
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