
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P16332 MUTA_MOUSE Mus
musculus

Methylmalonyl-
CoA	mutase,
mitochondrial

23.627151 NaN S479 37453647 MLRAKNQLFLLSPHYLKQLNIPSAS
RWKRLLHQQQPLHPEWAVLAKKQL
KGKNPEDLIWHTPEGISIKPLYSRAD
TLDLPEELPGVKPFTRGPYPTMYTYR
PWTIRQYAGFSTVEESNKFYKDNIKA
GQQGLSVAFDLATHRGYDSDNPRVR
GDVGMAGVAIDTVEDTKILFDGIPLE
KMSVSMTMNGAVIPVLATFIVTGEE
QGVPKEKLTGTIQNDILKEFMVRNT
YIFPPEPSMKIIADIFQYTAQHMPKF
NSISISGYHMQEAGADAILELAYTIA
DGLEYCRTGLQAGLTIDEFAPRLSFF
WGIGMNFYMEIAKMRAGRRLWAHL
IEKMFQPKNSKSLLLRAHCQTSGWS
LTEQDPYNNIVRTAIEAMAAVFGGT
QSLHTNSFDEALGLPTVKSARIARNT
QIIIQEESGIPKVADPWGGSYMMESL
TNDVYEAALKLIYEVEEMGGMAKAV
AEGIPKLRIEECAARRQARIDSGSEVI
VGVNKYQLEKEDSVEVLAIDNTSVR
KKQIEKLKKIKSSRDQALAEQCLSAL
TQCAASGDGNILALAVDAARARCTV
GEITDALKKVFGEHKANDRMVSGAY
RQEFGESKEITSAIKRVNKFMEREG
RRPRLLVAKMGQDGHDRGAKVIATG
FADLGFDVDIGPLFQTPREVAQQAV
DADVHAVGVSTLAAGHKTLVPELIKE
LTALGRPDILVMCGGVIPPQDYEFLY
EVGVSNVFGPGTRIPRAAVQVLDDIE
KCLAEKQQSV

True False 2.725 3.284 4.753 2.117 1.537 2.396 2.639


