UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
P16390 KCNA3_MOUSE [Mus Potassium 24.474581 NaN S473 33300544 MTVVPGDHLLEPEAAGGGGGDPPQ |[False True 2.085 [2.365 [2.129 2.028 1.385 4.806 2.26
musculus [voltage- GGCGSGGGGGGCDRYEPLPPALPAA

gated GEQDCCGERVVINISGLRFETQLKTL

channel CQFPETLLGDPKRRMRYFDPLRNEY

subfamily FFDRNRPSFDAILYYYQSGGRIRRPV

A NVPIDIFSEEIRFYQLGEEAMEKFRE

member 3

DEGFLREEERPLPRRDFQRQVWLLF
EYPESSGPARGIAIVSVLVILISIVIFCL
ETLPEFRDEKDYPASPSQDVFEAAN
NSTSGAPSGASSFSDPFFVVETLCII
WFSFELLVRFFACPSKATFSRNIMN
LIDIVAIIPYFITLGTELAERQGNGQQ
AMSLAILRVIRLVRVFRIFKLSRHSK
GLQILGQTLKASMRELGLLIFFLFIG
VILFSSAVYFAEADDPSSGFNSIPDA
FWWAVVTMTTVGYGDMHPVTIGGK
IVGSLCAIAGVLTIALPVPVIVSNFNY
FYHRETEGEEQAQYMHVGSCQHLS
SSAEELRKARSNSTLSKSEYMVIEEG
GMNHSAFPQTPFKTGNSTATCTTN
NNPNSCVNIKKIFTDV




