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P16401 H15_HUMAN [Homo Histone |25.315069 NaN S2;T11;S18;T39;T138;T155;S173;S1 [20305658;37217939;33214551;386 |[MSETAPAETATPAPVEKSPAKKKATK (True False 2.47 5.0 1.835 1.449 1.014 1.7¢
sapiens |H1.5 89 65916;40914422;30444036;325228 [KAAGAGAAKRKATGPPVSELITKAVA

76;34019948
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