UniprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en@oplasmlc golgi plasma extn:acelh

ID name sites sites reticulum |apparatus membrane region

P16403 H12_HUMAN [Homo Histone |22.392774 NaN S2;S104;T146 20305658;37217939;33214551;386 |[MSETAPAAPAAAPPAEKAPVKKKAA [True False 2.688 (5.0 1.845 1.33 0.854 1.669 1.636
sapiens H1.2 65916;34725712;40914422;321195 [KKAGGTPRKASGPPVSELITKAVAAS

11;30444036;34019948

KPKKAAPKKK

KERSGVSLAALKKALAAAGYDVEKN
NSRIKLGLKSLVSKGTLVQTKGTGAS
GSFKLNKKAASGEAKPKVKKAGGTK
PKKPVGAAKKPKKAAGGATPKKSAK
KTPKKAKKPAAATVTKKVAKSPKKAK
IVAKPKKAAKSAAKAVKPKAAKPKVV




