}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation |, 1y, g sequence intracellular |extracellular cytosol [nucleus [mitochndrion endoplasmic golgi plasma lextr
sites [sites reticulum |apparatus [membrane [regi
P16435 NCPR_HUMAN Homo NADPH-- 18.680548 NaN S63 33214551;30379171;26853435;386 [MGDSHVDTSSTVSEAVAEEVSLFSM |True True 4.356 (3.35 2.477 4.622 1.237 2.105 1.85
sapiens [cytochrome 65916;40914422;35083852;285104 [TDMILFSLIVGLLTYWFLFRKKKEEV
P450 47 PEFTKIQTLTSSVRESSFVEKMKKTG
reductase RNIIVFYGSQTGTAEEFANRLSKDAH

RYGMRGMSADPEEYDLADLSSLPEI
DNALVVFCMATYGEGDPTDNAQDF
YDWLQETDVDLSGVKFAVFGLGNKT
YEHFNAMGKYVDKRLEQLGAQRIFE
LGLGDDDGNLEEDFITWREQFWPA
VCEHFGVEATGEESSIRQYELVVHT
DIDAAKVYMGEMGRLKSYENQKPPF
DAKNPFLAAVTTNRKLNQGTERHL
MHLELDISDSKIRYESGDHVAVYPA
NDSALVNQLGKILGADLDVVMSLN
NLDEESNKKHPFPCPTSYRTALTYYL
DITNPPRTNVLYELAQYASEPSEQEL
LRKMASSSGEGKELYLSWVVEARRH
ILAILQDCPSLRPPIDHLCELLPRLQA
RYYSIASSSKVHPNSVHICAVVVEYE
TKAGRINKGVATNWLRAKEPAGENG
GRALVPMFVRKSQFRLPFKATTPVI
MVGPGTGVAPFIGFIQERAWLRQQG
KEVGETLLYYGCRRSDEDYLYREELA
QFHRDGALTQLNVAFSREQSHKVYV
QHLLKQDREHLWKLIEGGAHIYVCG
DARNMARDVQNTFYDIVAELGAME

HAQAVDYIKKLMTKGRYSLDVWS




