UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(?op lasmic golgi plasma extl:acellular
ID name sites sites reticulum apparatus /membrane [region
P16591 FER_HUMAN [Homo Tyrosine- 35.495557 NaN T402;S434;T615;T714|34229054;40914422 MGFGSDLKNSHEAVLKLQDWELRL (True True 4.791 |5.0 1.243 0.986 1.062 5.0 1.571
sapiens protein LETVKKFMALRIKSDKEYASTLQNL
kinase CNQVDKESTVQMNYVSNVSKSWLL
Fer MIQQTEQLSRIMKTHAEDLNSGPLH

RLTMMIKDKQQVKKSYIGVHQQIEA
EMIKVTKTELEKLKCSYRQLIKEMN
SAKEKYKEALAKGKETEKAKERYDK
ATMKLHMLHNQYVLALKGAQLHQN
QYYDITLPLLLDSLQKMQEEMIKALK
GIFDEYSQITSLVTEEIVNVHKEIQM
SVEQIDPSTEYNNFIDVHRTTAAKEQ
EIEFDTSLLEENENLQANEIMWNNL
TAESLQVMLKTLAEELMQTQQMLL
NKEEAVLELEKRIEESSETCEKKSDI
VLLLSQKQALEELKQSVQQLRCTEA
KFSAQKELLEQKVQENDGKEPPPVV
NYEEDARSVTSMERKERLSKFESIR
HSIAGIIRSPKSALGSSALSDMISISE
KPLAEQDWYHGAIPRIEAQELLKKQ
GDFLVRESHGKPGEYVLSVYSDGQR
RHFIIQYVDNMYRFEGTGFSNIPQLI
DHHYTTKQVITKKSGVVLLNPIPKDK
KWILSHEDVILGELLGKGNFGEVYK
GTLKDKTSVAVKTCKEDLPQELKIKF
LQEAKILKQYDHPNIVKLIGVCTQRQ
PVYIIMELVSGGDFLTFLRRKKDELK
LKQLVKFSLDAAAGMLYLESKNCIH
RDLAARNCLVGENNVLKISDFGMSR
QEDGGVYSSSGLKQIPIKWTAPEALN
YGRYSSESDVWSFGILLWETFSLGV
CPYPGMTNQQAREQVERGYRMSAP
QHCPEDISKIMMKCWDYKPENRPK

FSELQKELTIIKRKLT




