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Entry
name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P16884 NFH_RAT Rattus
norvegicus

Neurofilament
heavy
polypeptide

26.575777 T53;S54;S56 S74;S343;S414;S417;S501;S516;S5
22;S528;S534;S540;S546;S552;S55
8;S564;S570;S576;S582;S588;S594;
S600;S606;S612;S618;S624;S627;S
630;S636;S642;S648;S654;S660;S6
66;S672;S678;S684;S687;S690;S69
6;S702;S708;S714;S720;S732;S738;
S744;S750;S756;S762;S776;S782;S
788;S802;S808;S816;S827;T832;S8
46;S852;S860;S880;S937

8702840 MMSFGSADALLGAPFAPLHGGGSL
HYALSRKAGAGGTRSAAGSSSGFHS
WARTSVSSVSASPSRFRGAASSTDSL
DTLSNGPEGCVAAVAARSEKEQLQA
LNDRFAGYIDKVRQLEAHNRTLEGE
AAALRQQKGRAAMGELYEREVREM
RGAVLRLGAARGHVRLEQEHLLEDI
AHVRQRLDEEARQREEAEAAARALA
RFAQEAEAARVELQKKAQALQEECG
YLRRHHQEEVGELLGQIQGCGAAQA
QAQAEARDALKCDVTSALREIRAQL
EGHTVQSTLQSEEWFRVRLDRLSEA
AKVNTDAMRSAQEEITEYRRQLQAR
TTELEALKSTKESLERQRSELEDRH
QVDMASYQDAIQQLDNELRNTKWE
MAAQLREYQDLLNVKMALDIEIAAY
RKLLEGEECRIGFGPSPFSLTEGLPK
IPSMSTHIKVKSEEKIKVVEKSEKET
VIVEEQTEEIQVTEEVTEEEDKEAQG
EEEEEAEEGGEEAATTSPPAEEAASP
EKETKSPVKEEAKSPAEAKSPAEAKS
PAEAKSPAEVKSPAEVKSPAEAKSPA
EAKSPAEVKSPAEVKSPAEAKSPAEA
KSPAEVKSPATVKSPGEAKSPAEAKS
PAEVKSPVEAKSPAEAKSPASVKSPG
EAKSPAEAKSPAEVKSPATVKSPVEA
KSPAEVKSPVTVKSPAEAKSPVEVKS
PASVKSPSEAKSPAGAKSPAEAKSPV
VAKSPAEAKSPAEAKPPAEAKSPAEA
KSPAEAKSPAEAKSPAEAKSPVEVKS
PEKAKSPVKEGAKSLAEAKSPEKAKS
PVKEEIKPPAEVKSPEKAKSPMKEEA
KSPEKAKTLDVKSPEAKTPAKEEAKR
PADIRSPEQVKSPAKEEAKSPEKEET
RTEKVAPKKEEVKSPVEEVKAKEPPK
KVEEEKTPATPKTEVKESKKDEAPKE
AQKPKAEEKEPLTEKPKDSPGEAKK
EEAKEKKAAAPEEETPAKLGVKEEA
KPKEKAEDAKAKEPSKPSEKEKPKK
EEVPAAPEKKDTKEEKTTESKKPEEK
PKMEAKAKEEDKGLPQEPSKPKTEK
AEKSSSTDQKDSQPSEKAPEDKAAK
GDK

None None None None None None None None None


