UniprotKB Entry name  |organism [full name oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular [extracellular [cytosol nucleus|mitochndrion |* .. golgi plasma
ID sites reticulum apparatus membrar
P16885 PLCG2_HUMAN |[Homo 1- 30.0434 NaN T753;T759;T1197;T1217;T1245|40914422;30379171 MSTTVNVDSLAEYEKSQIKRALELGT [True True 4.777 (3.447 1.989 2.131 1.332 5.0

sapiens

phosphatidylinositol
4,5-bisphosphate
phosphodiesterase
gamma-2

VMTVFSFRKSTPERRTVQVIMETRQ
VAWSKTADKIEGFLDIMEIKEIRPGK
NSKDFERAKAVRQKEDCCFTILYGT
QFVLSTLSLAADSKEDAVNWLSGLK
ILHQEAMNASTPTIIESWLRKQIYSV
DQTRRNSISLRELKTILPLINFKVSSA
KFLKDKFVEIGAHKDELSFEQFHLF
YKKLMFEQQKSILDEFKKDSSVFILG
NTDRPDASAVYLHDFQRFLIHEQQE
HWAQDLNKVRERMTKFIDDTMRET
IAEPFLFVDEFLTYLFSRENSIWDEKY
DAVDMQDMNNPLSHYWISSSHNTY
LTGDQLRSESSPEAYIRCLRMGCRCI
ELDCWDGPDGKPVIYHGWTRTTKIK
FDDVVQAIKDHAFVTSSFPVILSIEE
HCSVEQQRHMAKAFKEVFGDLLLT
KPTEASADQLPSPSQLREKIIIKHKKL
GPRGDVDVNMEDKKDEHKQQGELY
MWDSIDQKWTRHYCAIADAKLSFSD
DIEQTMEEEVPQDIPPTELHFGEKW
FHKKVEKRTSAEKLLQEYCMETGGK
DGTFLVRESETFPNDYTLSFWRSGR
VQHCRIRSTMEGGTLKYYLTDNLTF
SSIYALIQHYRETHLRCAEFELRLTD
PVPNPNPHESKPWYYDSLSRGEAED
MLMRIPRDGAFLIRKREGSDSYAITF
RARGKVKHCRINRDGRHFVLGTSAY
FESLVELVSYYEKHSLYRKMRLRYPV
TPELLERYNMERDINSLYDVSRMYV
DPSEINPSMPQRTVKALYDYKAKRS
DELSFCRGALTHNVSKEPGGWWKG
DYGTRIQQYFPSNYVEDISTADFEEL
EKQIIEDNPLGSLCRGILDLNTYNVV
KAPQGKNQKSFVFILEPKQQGDPPV
EFATDRVEELFEWFQSIREITWKIDT
KENNMKYWEKNQSIAIELSDLVVYC
KPTSKTKDNLENPDFREIRSFVETKA
DSITRQKPVDLLKYNQKGLTRVYPKG
QRVDSSNYDPFRLWLCGSQMVALN
FQTADKYMQMNHALFSLNGRTGYV
LQPESMRTEKYDPMPPESQRKILMT
LTVKVLGARHLPKLGRSIACPFVEVE
ICGAEYDNNKFKTTVVNDNGLSPIW
IAPTQEKVTFEIYDPNLAFLRFVVYEE
DMFSDPNFLAHATYPIKAVKSGFRS
'VPLKNGYSEDIELASLLVFCEMRPVL
ESEEELYSSCRQLRRRQEELNNQLF
LYDTHQNLRNANRDALVKEFSVNE
NQLQLYQEKCNKRLREKRVSNSKFY
S




