}Jl;l iprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi E extl.racellular
name name sites sites reticulum apparatus membrane region
P16970 ABCD3_RAT |Rattus IATP- 30.466985 NaN S424;S659 28100784;38843836 MAAFSKYLTARNSSLAGAAFLLFCLL [True False 3.437 |1.789 |5.0 1.656 1.213 1.445 1.056

norvegicus [binding HKRRRALGLHGKKSGKPPLQNNEK
cassette EGKKERAVVDKVFLSRLSQILKIMVP
sub- RTFCKETGYLILIAVMLVSRTYCDVW
family MIQNGTLIESGIIGRSSKDFKRYLFN
FIAAMPLISLVNNFLKYGLNELKLCF
member RVRLTRYLYEEYLQAFTYYKMGNLD

3

NRIANPDQLLTQDVEKFCNSVVDLY
SNLSKPFLDIVLYIFKLTSAIGAQGPA
SMMAYLLVSGLFLTRLRRPIGKMTI
MEQKYEGEYRFVNSRLITNSEEIAFY
NGNKREKQTIHSVFRKLVEHLHNFI
FFRFSMGFIDSIIAKYIATVVGYLVVS
RPFLDLAHPRHLHSTHSELLEDYYQ
SGRMLLRMSQALGRIVLAGREMTRL
IAGFTARITELMQVLKDLNHGKYERT
MVSQQDKGIEGAQASPLIPGAGEIIN
IADNIIKFDHVPLATPNGDILIQDLSFE
IVRSGANVLICGPNGCGKSSLFRVLG
ELWPLFGGHLTKPERGKLFYVPQRP
'YMTLGTLRDQVIYPDGKEDQKKKGI
SDQVLKGYLDNVQLGHILEREGGW
DSVQDWMDVLSGGEKQRMAMARL
FYHKPQFAILDECTSAVSVDVEDYIY
SHCRKVGITLFTVSHRKSLWKHHEY

YLHMDGRGNYEFKKITEDTVEFGS




